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miR-129 inhibits proliferation , migration and invasion of breast cancer cells by targeting Twistl

HUANG Fang-jiel ,SU Shi-xin' ,CHENG Yu-chang2 [ 1. Department of Thyroid and Breast Surgery, Shenzhen Hospital ( Guang-
ming) , University of Chinese Academy of Sciences, Shenzhen Guangdong 518000, China;2. Department of Nephrology, Shenzhen Hospital
( Guangming) , University of Chinese Academy of Sciences,Shenzhen Guangdong 518000, China ]

Abstract: Objective To study the effect of miR-129 on proliferation, migration and invasion of breast cancer cells and its mechanism.
Methods Breast cancer SKBR3 and AUS565 cell lines were selected to establish overexpression and knockdown miR-129 cell lines. The cells
were divided into the Control-mimic group, the miR-129-mimic group and the miR-129-mimic + miR-mimic-shRNA group. The expression
level of miR-129 in SKBR3 and AU565 cell lines was detected by RT-PCR. The proliferation of SKBR3 and AUS565 cell lines was detected by
CCK-8 assay. The migration and invasion of SKBR3 and AUS565 cell lines were detected by scratch assay and Transwell assay. The comple-
mentary binding sites of miR-129 and Twistl were detected by bioinformatics and dual-luciferase reporter system. Western blot was used to
analyze and verify whether miR-129 was a transcription target of Twistl. Results The expression level of miR-129 in SKBR3 and AU565
cells in the miR-129-mimic group was significantly higher than that in the Control-mimic group (P <0.05). The proliferation of SKBR3 and
AU565 cells in the miR-129-mimic group was significantly lower than that in the Control-mimic group (P <0.01) ,while the miR-129-mimic +
miR-mimic-shRNA group could reverse the decrease of cell proliferation caused by overexpression of miR-129. Compared with the Control-
mimic group,the migration and invasion of SKBR3 and AUS65 cells in the miR-129-mimic group were significantly decreased (P <0.01).
Bioinformatics software analysis showed that miR-129 had complementary binding sites with the 3’ -UTR end of Twistl. The results of dual-
luciferase assay showed that the luciferase assay of WT-3’ Twist-UTR in the miR-129-mimic group was significantly lower than that in the
Control-mimic group (P <0.01) ;but there was no significant difference in luciferase activity of Mut-3’ Twist-UTR between the miR-129-
mimic group and the Control-mimic group (P >0.05). Western blot results showed that compared with the Control-mimic group,the Twistl
protein level in SKBR3 and AUS565 cells of the miR-129-mimic group was significantly decreased (P <0.01). Conclusion miR-129 can
inhibit the proliferation, migration and invasion of breast cancer cells by targeting Twistl, which is a potential target for diagnosis and
treatment of breast cancer.
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